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polypeptide, Lichtinger, T. et al, 05/07/99 






C165 


GenBank Accession No AL021841 C^ole ST et al "Decinherinn the hiolonv of 
Mycobacterium tuberculosis from the complete genome sequence," Nature, Vol. 
393(6685) :537-544 (1998), 09/02/02 






C166 


GenBank Accession No. AL022075 for Deciphering the biology of Mycobacterium tuberculosis 
from the complete genome sequence, Cole, ST. et al, 09/02/02 






C167 


GenBank Accession No. AL022268 for A set of ordered cosmids and a detailed genetic and 
physical map for the 8 Mb Streptomyces coelicolor A3 (2) chromosome, Redenbach, M. et al, 
05/12/02 






C168 


GenBank Accession No. AL023591 for Use of an ordered cosmid library to deduce the 
genomic organization of Mycobacterium leprae, Eiglmeier, K. et al, 04/16/05 






C169 


GenBank Accession No. AL035159 for Use of an ordered cosmid library to deduce the 
genomic organization of Mycobacterium leprae, Eiglmeier, K. et al, 04/16/05 






C170 


GenBank Accession No. AL081678 for Arabidopsis thaliana, Salanoubat, M. et al, 06/28/99 






C171 


GenBank Accession No. AL096814 for Homo sapiens, Sehra, H., 05/18/05 






C172 


GenBank Accession No. AL101527 for Drosophila melanogaster, Genoscope, 07/26/99 






C173 


GenBank Accession No. AP000004 for Complete sequence and gene organization of the 
genome of a hyper-thermophilic archaebacterium, Pyrococcus horikoshii 0T3, Kawarabayasi, 
Y. et al, 05/27/04 






C174 


GenBank Accession No. AP000140 for Homo sapiens 911,949bp genomic DNA of 21q21.2 
(Region: LL56-APP Clone Range: B2291C14-R44F3), Hattori, M. et al, 01/08/00 






C175 


GenBank Accession No. AP000228 for Homo sapiens 75,698bp genomic DNA of 21q21.2, 
Hattori, M. et al, 11/20/99 






C176 


GenBank Accession No. AQ1 28685 for Sequence-tagged connectors: A sequence approach 
to mapping and scanning the human genome, Mahairas, G.G. et al, 09/23/98 
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C177 


GenBank Accession No. AQ364540 for A BAC End Sequencing Framework to Sequence the 
Rice Genome, Wing, R.A. et al, 12/16/99 






\s 1 / o 
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to mapping and scanning the human genome, Mahairas, G.G. et al, 04/23/99 






C179 


GenBank Accession No. B10133 for BAC End Sequences at ATGC, Feng, J. et al, 05/14/97 
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C181 


GenBank Accession No. D17429 for Isolation and characterization of IS31831, a transposable 
element from Corynebacterium glutamicum, Vertes, A.A. et al, 02/04/99 






L/loZ 


oent>anK Accession rvio. uo*nuz tot rvioiecuiar cloning ot tne uoryneDactenum glutamicum 
('Brevibacterium lactofermentunY AJ 12036) odhA gene encoding a novel type of 2- 
oxogiuiaraie aenyurogenase, usuaa, t. et ai, u^/uo/yy 






C183 


GenBank Accession No. D84432 for Systematic sequencing of the 283 kb 210 degrees-232 
aegrees region ot ine oaciiius sudiiiis genome containing tne sKin element ana many 
sporulation genes, Mizuno, M. et al, 02/06/99 
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ociiDdim Mcceooiun ino. uo/y \o ior ivioiecuiar ciuning ana cnaracienzaiion ot ine oug gene or 
Streptomyces griseus in relation to the onset of morphological differentiation, Okamoto, S. et 

a I 02/07/QQ 
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C185 


GenBank Accession No. E01358 for Production of L-Thereonine and L-lsoleucine, Katsumata, 

R et al 09/29/97 






C186 


GenBank Accession No. E01359 for Production of L-Thereonine and L-lsoleucine, Katsumata, 
R et al 09/29/97 






C187 


GenBank Accession No. E01375 for Tryptophan operon, peptide and protein coded thereby, 
utilization of Trvotoohan ooeron nene exDre^^ion and nroduoation of Trvotoohan Matsui K et 
al, 09/29/97 






C188 


GenBank Accession No E01376 for Trvotoohan Ooeron Pentirie and Protein Ciorieri Therehv 
Utilization of Tryptophan Operon Gene Expression and Production of Tryptophan, Matsui, K. 
et al, 09/29/97 






C189 


GenBank Accession No. E01377 for Tryptophan Operon, Peptide and Protein Coded Thereby, 
Utilization of Tryptophan Operon Gene Expression and Production of Tryptophan, Matsui, K. 
et al, 09/29/97 






C190 


GenBank Accession No. E03937 for DNA fragment containing gene capable of coding biotin 
synthetase and its utilization, Hatakeyama, K. et al, 09/29/97 






C191 


GenBank Accession No. E04040 for Gene Coding Diaminopelargonic Acid Aminotransferase 
and Desthiobiotin Synthetase and its Utilization, Kohama, K. et al, 09/29/97 






C192 


GenBank Accession No. E04041 for Gene coding Diaminopelargonic Acid Aminotransferase 
and Desthiobiotin Synthetase and its Utilization, Kohama, K. et al, 09/29/97 






C193 


GenBank Accession No. E04307, Kurusu, Y. et al, "Gene DNA coding aspartase and 
utilization there." 09/29/97 






C194 


GenBank Accession No. E04376 for Gene Manifestation Controlling DNA, K atsumata, R. et 
al, 09/29/97 






C195 


GenBank Accession No. E04377 for Gene Manifestation Controlling DNA, Katsumata, R. et al, 
09/29/97 






C196 


GenBank Accession No. E04484 for Production of L-Phenylalanine by Fermentation, Sotouchi, 
N. et al, 09/29/97 






C197 


GenBank Accession No. E05108 for Gene DNA Coding Aspartokinase and its Use, Fugono, 
N. et al, 09/29/97 






C198 


GenBank Accession No. E05112 for Gene DNA Coding Dihydrodipicolinic Acid Synthetase 
and its Use, Hatakeyama, K. et al, 09/29/97 






C199 


GenBank Accession No. E05776 for Gene DNA Coding Diaminopimelic Acid Dehydrogenase 
and its Use, Kobayashi, M. et al, 09/29/97 
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C200 


GenBank Accession No. E05779 for Gene DNA Coding Threonine Synthase and its Use, 
Kohama, K. et al, 09/29/97 






C201 


GenBank Accession No. E06110 for Production of L-Phenylalanine by Fermentation Method, 
Kikuchi, T. et al, 09/29/97 






C202 


GenBank Accession No. E061 1 1 for Production of L-Phenylalanine by Fermentation Method, 
Kikuchi, T. et al, 09/29/97 






C203 


GenBank Accession No. E06146 for Gene Capable of Coding Acetohydroxy Acid Synthase 
and its, Inui, M. et al, 09/29/97 






C204 


GenBank Accession No. E06825 for Mutant Aspartokinase Gene, Sugimoto, M. et al, 09/29/97 






C205 


GenBank Accession No. E06826 for Mutant Aspartokinase Gene, Sugimoto, M. et al, 09/29/97 






C206 


GenBank Accession No. E06827 for Mutant Aspartokinase Gene, Sugimoto, M. et al, 09/29/97 






C207 


GenBank Accession No E07701 for Gphp DNA Partirinatinn in Intpnration nf MpmhranpniiQ 
Protein to, Honno, N. et al, 09/29/97 






C208 


GenBank Accession No E08177 for Genetic DNA Canahle of Codinn Asnartokina<:p Rp|pa<ipH 
from Feedback Inhibition and its Utilization, Sato, Y. et al, 09/29/97 






C209 


GenBank Accession No E08178 for Genetic DNA Hanahlp of f^oHinn AQnartnkina^P PpipacpH 
from Feedback Inhibition and its Utilization, Sato, Y. et al, 09/29/97 






C210 


GenBank Accession No E08179 for Genetic DNA Canahlp of nodinn AsnartokinaQP RpIp^qpH 
from Feedback Inhibition and its Utilization, Sato, Y. et al, 09/29/97 






C211 


GenBank Accession No. E08180 for Genetic DNA Capable of Coding Aspartokinase Released 
from Feedback Inhibition and its Utilization, Sato, Y. et al, 09/29/97 






C212 


GenBank Accession No. E08181 for Genetic DNA Capable of Coding Aspartokinase Released 
from Feedback Inhibition and its Utilization, Sato, Y. et al, 09/29/97 






C213 


GenBank Accession No. E08182 for Genetic DNA Capable of Coding Aspartokinase Released 
from Feedback Inhibition and its Utilization, Sato, Y. et al, 09/29/97 






C214 


GenBank Accession No. E08232 for Gene DNA Coding Acetohydroxy Acid Isomeroreductase, 
Inui, M. et al, 09/29/97 






C215 


GenBank Accession No. E08234 for Gene DNA Coding for Translocation Machinery of 
Protein, Asai, Y. et al, 09/29/97 






C216 


GenBank Accession No. E08643 for DNA Fragment Having Promoter Function in Coryneform 
Bacterium, Hatakeyama, K. et al, 09/29/97 






C217 


GenBank Accession No. E08646 for DNA Fragment Having Promoter Function in Coryneform 
Bacterium, Hatakeyama, K. et al, 09/29/97 






C218 


GenBank Accession No. E08649, Kohama, K. et al, "DNA fragment having promoter function 
in coryneform bacterium." 09/29/97 






C219 


GenBank Accession No. E08900 for DNA Fragment Containig Gene Coding Dihyrodipicolinic 
Acid Reductase and Utilization Thereof, Madori, M. et al, 09/29/97 






C220 


GenBank Accession No. E08901 for DNA Fragment Containing Gene Coding Dihyrodipicolinic 
Acid Decarboxylase and Utilization Thereof, Madori, M. et al, 09/29/97 






C221 


GenBank Accession No. E12594 for Production of L-Tryptophan, Hatakeyama, K. et al, 
04/27/98 






C222 


GenBank Accession No. E12758 for Amplification of Gene Using Artificial Transposon, Moriya, 
M. et al, 04/27/98 






C223 


GenBank Accession No. E12759 for Amplification of Gene Using Artificial Transposon, Moriya, 
M. et al, 04/27/98 






C224 


GenBank Accession No. E12760 for Amplification of Gene Using Artificial Transposon, Moriya, 
M. et al, 04/27/98 






C225 


GenBank Accession No. E12764 for Amplification of Gene Using Artificial Transposon, Moriya, 
M. et al, 04/27/98 
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C226 


GenBank Accession No. E12767 for Amplification of Gene Using Artificial Transposon, Moriya, 
M. et al, 04/27/98 






C227 


GenBank Accession No. E12770 for Amplification of Gene Using Artificial Transposon, Moriya, 
M. et al, 04/27/98 






C228 


GenBank Accession No. E12773 for Amplification of Gene Using Artificial Transposon, Moriya, 
M. et al, 04/27/98 






C229 


GenBank Accession No. E 13655 for Glucose-6-Phosphate Dehydrogenase and DNA Capable 
of Coding the Same, Hatakeyama, K. et al, 04/27/98 






C230 


GenBank Accession No. L01508, Mockel, B. et al, "Functional and structural analyses of 
threonine dehydratase from Corynebacterium glutamicum," J. BacterioL, Vol. 174(24):8065- 






C231 


GenBank Accession No. L07603 for The cloning and nucleotide sequence of a 
Corynebacterium glutamicum 3-deoxy-D-arabinoheptulosonate-7-phosphate synthase gene, 
Chpn C C pt al 






C232 


GenBank Accession No. L09232 for Isoleucine synthesis in Corynebacterium glutamicum: 
molecular analvsis of the ilvB-ilvN-ilvCi onpron Kpilhaupr Cl pf al n^/P'Vq^ 






C233 


GenBank Accession No. L18874 for Bacillus subtilis sucrose-specific enzyme II of the 
DhosDhotransferase svsterrv exoression in Eschprichia cnli and hnmnlnnv to pn^vmpQ II from 
enteric bacteria, Fouet, A. et al, 1 1/24/94 






C234 


GenBank Accession No L27123 for Molecular characterization of acpR a ne*n& pnmrl'mn 

vti iuui m nuwudlwl 1 i iw. iff V £— w lUl iviuiCOUICIl vl ICIICIUld l^ullvl I vl OuCU, CI MCI IC dl\_AJVJIIIU 

malate synthase in Corynebacterium glutamicum, Lee, H.-S. et al, 06/08/95 






C235 


GenBank Accession No. L27126, Jetten, M.S., "Structural and functional analysis of pyruvate 
kinase from Corynebacterium glutamicum," Appl. Environ. Microbiol., Vol. 60(7):2501-2507 
(1994), 12/07/94 






C236 


GenBank Accession No. L28760 for Molecular characterisation of acea, a gene encoding 
isocitrate lyase in corynebacterium glutamicum, Lee, H.-S et al, 02/10/95 






C237 


GenBank Accession No. L35906, Oguiza, J. A., "Molecular cloning, DNA sequence analysis, 
and characterization of the Corynebacterium diphtheria dtxR homolog from Brevi bacterium 
lactofermentum," J. BacterioL, Vol. 1 77(2):465-467 (1995) 03/06/96 






C238 


GenBank Accession No. L78820, Eiglmeier, K. et al, "Use of an ordered cosmid library to 
deduce the genomic organization of Mycobacterium laprae," Mol. Microbiol., Vol. 7(2): 197-206 
(1993) 12/17/01 






C239 


GenBank Accession No. M13774, Follettie, MT. et al, "Molecular cloning and nucleotide 
sequence of the Corynebacterium glutamicum pheA gene," J. BacterioL, Vol. 167(2):695-702 
(1986), 04/26/93 






C240 


GenBank Accession No. M16175 for Phylogenetic analysis of the coryneform bacteria by 5S 
rRNA sequences, Park, Y.H. et al, 04/27/93 






C241 


GenBank Accession No. M16663 for Structure and function of the trp operon control regions of 
Brevibacterium lactofermentum, a glutamic-acid producing bacterium, Sano, K. et al, 06/11/01 






C242 


GenBank Accession No. M16664 for Structure and function of the trp operon control regions of 
Brevibacterium lactofermentum, a glutamic-acid-producing bacterium, Sano, K. et al, 06/11/01 






C243 


GenBank Accession No. M25819 for Cloning and nucleotide sequence of the 
phosphoenolpyruvate carboxylase-coding gene of Corynebacterium glutamicum ATCC13032, 
O'Regan, M. et al, 12/15/95 






C244 


GenBank Accession No. M85106 for Gram-positive bacteria with a high DNA G+C content are 
characterized by a common insertion within their 23S rRNA genes, Roller, C. et al, 04/26/93 






C245 


GenBank Accession No. M85107 for Gram-positive bacteria with a high DNA G+C content are 
characterized by a common insertion within their 23S rRNA genes, Roller, C. et al, 04/26/93 






C246 


GenBank Accession No. M85108 for Gram-positive bacteria with a high DNA G+C content are 
characterized by a common insertion within their 23S rRNA genes, Roller, C. et al, 04/26/93 
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gene encodes a C-S lyase with alpha, beta-elimination activity that degrades 
aminoethylcysteine," J. BacterioL, Vol. 174(9):2968-2977 (1992), 02/08/02 






C248 


CnPnRank Appoccjnn No S^Q?QQ for Clloninn of tho trn npnp oliiQtor frnm a trvotonhan- 

hyperproducing strain of Corynebacterium glutamicum: identification of a mutation in the trp 
leader sequence, Herry, D.M. et al, 04/13/01 
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characterization of a widespread subtype with a single copy of IS6110, Fomukong, N.G. et al, 
05/11/05 
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C251 


GenBank Accession No. U00018, Smith, D.R., Mycobacterium laprae, Smith, D.R. et al, 
03/01/94 








ocnodnn Mcceobion ino. u i io*to toi oornpieie nucieouue sequence ot ine ooryneuacienum 
glutamicum ATCC 21850 trpD gene, O'Gara, J. P. et al, 07/08/94 
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analysis of its role in intergeneric conjugation with Escherichia coli, Schafer, A. et al, 02/03/98 








fnOnRank Arroccinn Mo 1 11 AQP^ for H/lolor*! ilar rlnninn anrl rharartoriTatlrtn nf tha rar* A nana 

oci luai irv nuucbbiuii inu. \j i*t570%? ioi iviuiecuiai cioning aiiu of lai acier izaiion ot ine re cm gene 
from Corvnebaeterium alutamicum A5501Q Kprin<; S M pt al 0?/0*S/QQ 






C255 


GenBank Accession No. U31224, Ankri, S. et al, "Mutations in the Corynebacterium 
alutamicum nroline bioQvnthetic Dathwav a natural hvna^^ of thp nroA ^tpn " / Rartorint Vol 
1 78(1 5):441 2-441 9 (1996), 08/02/96 






C256 


GenBank Accession No. U31225, Ankri, S. et al, "Mutations in the Corynebacterium 
glutamicum proline biosynthetic pathway: a natural bypass of th proA step," J. BacterioL, Vol. 
1 78(1 5):4412-441 9 (1996), 08/02/96 






C257 


GenBank Accession No. U31230, Ankri, S. et al, "Mutations in the Corynebacterium 
glutamicum proline biosynthetic pathway: a natural bypass of th proA step," J. BacterioL, Vol. 
1 78(1 5):441 2-441 9 (1996), 08/02/96 






C258 


GenBank Accession No. U31281 for Two new members of the bio B superfamily: cloning, 
sequencing and expression of bio B genes of Methylobacillus flagellatum and 
Corynebacterium glutamicum, Serebriiskii, I.G. etal, 11/21/96 






C259 


GenBank Accession No. U35023 for A Corynebacterium glutamicum gene encoding a two- 
domain protein similar to biotin carboxylases and biotin-carboxyl-carrier proteins, Jager, W. et 
al, 01/16/97 






C260 


GenBank Accession No. U43535 for A Corynebacterium glutamicum gene conferring 
multidrug resistance in the heterologous host Escherichia coli, Jager, W. et al, 04/09/97 






C261 


GenBank Accession No. U43536 for Corynebacterium glutamicum, Jaeger, W. et al, 03/13/97 






C262 


GenBank Accession No. U53587 for Utilization of IS1207 for insertional mutagenesis in 
Corynebacteria, Bonamy, C. et al, 05/06/96 






C263 


GenBank Accession No. U89648 for Corynebacterium glutamicum, Kim, S.Y. et al, 03/30/99 






C264 


GenBank Accession No. X04960 for complete nucleotide and deduced amino acid sequences 
of the Brevibacterium lactofermentum tryptophan operon, Matsui, K. et al, 04/18/05 






C265 


GenBank Accession No. X07563 for Nucleotide sequence of the lysA gene of 
Corynebacterium glutamicum and possible mechanisms for modulation of its expression, Yeh, 
P. etal, 04/18/05 






C266 


GenBank Accession No. X14234 for The phosphoenolpyruvate carboxylase gene of 
Corynebacterium glutamicum: molecular cloning, nucleotide sequence, and expression, 
Eikmanns, B.J. et al, 04/18/05 
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C267 


GenBank Accession No. X1 731 3 for Molecular cloning, nucleotide sequence and fine- 
structural analysis of teh Corynebacterium glutamicum fda gene: structural comparison of C. 
glutamicum fructose- 1, 6-biphosphate aldolase to class I and Class II aldolases, von der 

OQtpn PH o\ al 0-4/1 ft/n*> 






C268 


GenBank Accession No. X53993 for Nucleotide sequence of the dapA gene from 
Corynebacterium glutamicum, Bonnassie, S. et al, 04/18/05 
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